WHAT IS CLAIMED IS: 
1 . AVrimer selected from the group of: 
5' - TGC TfTA ATC AGT GAG GCA CC - 3' (SEQ ID NO:l); 
5' - AGA TCA GTT GGG TGC ACG AG - 3' (SEQ ID NO:2); 
5' - CTT GgV CTG ACA GTT ACC - 3' (SEQ ID NO:3); 
5' - TGT CGQCCT TAT TCC - 3' (SEQ ID NO:4); and 
5' - TCG GGG\AAA TGT GCG - 3' (SEQ ID NO:5). 



2. A primer sMected from the group of: 
5' - ATC GTC CAjWr CCA CTG CA - 3' (SEQ ID NO:6); 
5' - GGG AAA CfGWAC TGA ATG AG - 3' (SEQ ID NO:7); 
5' - TAG TGG a\c CGC TCC AG - 3' (SEQ ID NO:8); 
5' - GCT CTG CTT TG\£ TAT TC - 3' (SEQ ID NO:9); 
5 1 - CAC TCA AGG ATGYtAT TGT G - 3' (SEQ ID NO:10); and 
5' - TTA GCG TTG CCA GTG CTC G - 3' (SEQ ID NO:l 1). 



3 . A primer selected frorA the group of: 
5' - GGA ACA GAC TGG GCT TTC ATC - 3' (SEQ ID NO: 12); 
5' - GGA CAT CCC CTT GACU' (SEQ ID NO:13); 
5- - GTG GAT TCA CTT CTG CfiA CG - 3' (SEQ ID NO:14); 
5- - CTT CTG GCA TGC CCT ATCB AG - 3' (SEQ ID NO:15); 
5' - CAT GAC CCA GTT CGC CAtWc CTG - 3' (SEQ ID N0:16); 
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5' - ATT CGT ATG CTG GAT CTC GCC ACC - 3' (SEQ ID NO: 17); 
5' - CgV ACG AAT CAT TCA GCA CCG - 3' (SEQ ID NO:44); and 
5' - CGGyCAA TGT TTT ACT GTA GCG CC - 3' (SEQ ID NO:45). 



4. A primer selected from the group of: 

5/ - CTG GCaVcC ACA ATG GAC TCC G - 3' (SEQ ID NO:18); and 
5 1 - GCC AGT TCA GCA TCT CCC AGC C - 3' (SEQ ID NO:19). 
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5. A prime\ selected from the group of: 
5' - CGT GAC CAAJCAA CGC CCA GC - 3' (SEQ ID NO:20); and 
5 1 - CCA GAT AGC \JL TCA GAT CGC - 3' (SEQ ID N0:21). 

6. A primer s<JfecteAfrom the group of: 
5' - CCA GCC GAT GCT^CAA GGA G - 3' (SEQ ID NO:22); and 
5' - CAC GAA CGC CAC ATA GGC G - 3' (SEQ ID NO:23). 
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7. A primer selected frormthe group of: 

5- - GGC ATT GGG ATA GTTfcCG GTT G - 3' (SEQ ID NO:24); and 
5' - TTA CTA CAA GGT CGG OGA CAT GAC C - 3' (SEQ ID NO:25). 

8. A primer selected from the grbup of: 

5' - GGA TCA CAC TAT TAC ATCTCG C - 3 1 (SEQ ID NO:26); and 
5' - CGT ATG GTT GAG TTT GAG TGG C - 3' (SEQ ID NO:27). 
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9. \ A primer selected from the group of: 
5' - GCG ACC TGG TTA ACT ACA ATC CC - 3' (SEQ ID NO:28); and 
5' - CGGTAG TAT TGC CC TTA AGC C - 3' (SEQ ID NO:29). 



1 0. A prim\ selected from the group of: 
5' - CGG AAA 



5' - GCG ATA TC( 



^.CG TCG ATG GG - 3' (SEQ ID NO:30); and 



fG GTG GTG CC - 3' (SEQ ID NO:31). 



11. A primer selected worn the group of: 

5' - CTC GAT GAT GCG TCC TTC GC - 3' (SEQ ID NO:32); and 
5' - GCG ACT GTG ATG TAT\AAA CG - 3' (SEQ ID NO:33). 

12. NA primer selected from the group of: 

5' - CGT C6CTCA CCA TAT CTC CC - 3' (SEQ ID NO:34); and 
5' - CCT CTC OTGCTT TAG ACC CG - 3' (SEQ ID NO:35). 

13. A primer selected frOtathe group of: 

5' - CGC TGG GAA ACC TATTCG G - 3' (SEQ ID NO:36); and 
5' - CTG CCA TCC AGT TTC TTC GSG - 3' (SEQ ID NO:37). 



14. A primer selefct$d from the group of: 
5' - GGT GGC ATT GAC AAA TTC TGG - 3' (SEQ ID NO:38); and 
5' - CCC ACC ATG CGA CAC CXG - 3' (SEQ ID NO:39). 
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1 5 . A\primer selected from the group of: 

5' - TGT g\a ACG CAA ATG GCA C - 3' (SEQ ID NO:40); and 
5' - CGA CC(S CAA GTT TCC TGT AAG TG -3' (SEQ ID NO:41). 

16. A primer selected from the group of: 

5' - AGG CAC GATvAGT TGT GGC AGA C - 3' (SEQ ID NO:42); and 
5' - CAC TCA ACC CAT CCT ACC CAC C - 3' (SEQ ID NO:43). 



1 7. A method for identifying a beta-lactamase in a clinical sample, the method 
comprising: 

providing a pair of oligonucleotide primers, wherein one primer of the pair is 
complementary to at least a portion of the beta-lactamase nucleic acid in the sense 
strand and the other primer of eadh pair is complementary to at least a portion of the 
beta-lactamase nucleic acid in the Wisense strand; 

annealing the primers to the Wa-lactamase nucleic acid; 
simultaneously extending the annealed primers from a 3' terminus of each primer to 
synthesize an extension product that is complementary to the nucleic acid strands 
annealed to each primer wherein each extension product after separation from the 
beta-lactamase nucleic acid serves as a template for the synthesis of an extension 
product for the other primer of each pair; 

separating the amplified products; 
analyzing the separated amplified products for^ region characteristic of the beta- 
lactamase. 
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18. The method of clai; 
characteristic of the TEM 




erein the primers are specific for nucleic acid 
beta-lactamase enzymes. 
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19. The method of claim 1 8 wherein the primers are selected from the group of: 
5' - TGC TTA ATC AGTGAG GCA CC - 3' (SEQ ID NO:l); 

5- - AGA TcY GTT GGG TGC ACG AG - 3' (SEQ ID NO:2); 
5' - CTT GGtVtG ACA GTT ACC - 3 1 (SEQ ID N0:3); 
5' - TGT CGC OCT TAT TCC - 3' (SEQ ID NO:4); and 
5' - TCG GGG AAA TGT GCG - 3' (SEQ ID NO:5). 

20. The method ofxclairjin wherein the primers are specific for nucleic acid 
characteristic of the SHV family of beta-lactamase enzymes. 



21. The method of claii 



5'-ATCGTCCACCA 



5' - TAG TGG ATC TTT CGC 



/herein the primers are selected from the group of: 
;TGCA-3'(SEQIDNO:6); 



5' - GGG AAA CGG aAc T& V ATG AG - 3 1 (SEQ ID NO:7); 



:CCAG-3' (SEQIDNO:8); 



5- - GCT CTG CTT TGT TAT tfc - 3' (SEQ ID NO:9); 

5' - CAC TCA AGG ATG TAT TOT G - 3' (SEQ ID NO:10); and 

5' - TTA GCG TTG CCA GTG CTQG - 3' (SEQ ID NO:l 1). 



22. The method of ckum^T^hereiAthe primers are specific for nucleic acid 
characteristic of the AmpC beta-lactama3e enzyme found in Enterobacter cloacae. 



23. The method of claim22 wherein theWimers are selected from the group of: 
5- - GGA ACA GAC TGG GCT TTC ATC -V (SEQ ID NO: 12); 
5 1 - GGA CAT CCC CTT GAC - 3' (SEQ ID 100:13); 
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5* - GTS GAT TCA CTT CTG CCA CG - 3' (SEQ ID N0:14); 

5- - CTtWg GCA TGC CCT ATG AG - 3' (SEQ ID N0:15); 

5' - CAT gWC CCA GTT CGC CAT ATC CTG - 3' (SEQ ID N0:16); and 

5' - ATT CgV ATG CTG GAT CTC GCC ACC - 3' (SEQ ID N0:17). 

5' - CGA ACG AAT CAT TCA GCA CCG - 3' (SEQ ID NO:44); and 

5' - CGG CAaVgT TTT ACT GTA GCG CC - 3' (SEQ ID NO:45). 



10 



24. The methofi of claim 17 wherein the primers are specific for nucleic acid 
characteristic of theVAmpC beta-lactamase enzyme found in Citrobacter jreundii. 



25. The method 
5' - CTG GCA ACC A( 



iim24 wherein the primers are selected from the group of: 
\ ATG GAC TCC G - 3" (SEQ ID NO:18); and 



5' - GCC AGT TCA GCk TCT CCC AGC C - 3' (SEQ ID NO:19). 
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26. The method of claimUI wherein the primers are specific for nucleic acid 
characteristic of the AmpC b\ta-lactamase enzyme found in Serratia marcescens. 
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27. The method of claim 26Vvherein the primers are selected from the group of: 
5' - CGT GAC CAA CAA CGC CCA GC - 3' (SEQ ID NO:20); and 
5- - CCA GAT AGC GAA TCA gVt CGC - 3' (SEQ ID NO:21). 



28. The method of claim47wherMn the primers are specific for nucleic acid 
characteristic of the plasmid-mediatedympC beta-lactamase enzymes designated as 
FOX-1, FOX-2, or MOX-1 . 
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29. The, method of claim 28 wherein the primers are selected from the group of: 
5' - CCA GQC GAT GCT CAA GGA G - 3' (SEQ ID NO:22); and 

5' - CAC GAACGC CAC ATA GGC G - 3' (SEQ ID NO:23). 

30. The methdd of claim 17 wherein the primers are specific for nucleic acid 
characteristic of th\ AmpC beta-lactamase enzyme found in Pseudomonas 
aeruginosa. 



3 1 . The method o£tlaim_30 wherein the primers are selected from the group of: 
5' - GGC ATT GGG A VgTT GCG GTT G - 3' (SEQ ID NO:24); and 
5' - TTA CTA CAA QfGT\c/jG CGA CAT GAC C - 3' (SEQ ID NO:25). 



32. The method o 
characteristic of the AmpC 



lairh\17 wherein the primers are specific for nucleic acid 
-lactamase enzyme found in E. coli. 



33. The method of claim 32 wherein the primers are selected from the group of: 
5' - GGA TCA CAC TAT TAC ATC TCG C - 3' (SEQ ID NO:26); and 

5' - CGT ATG GTT GAG TTT GAG TGG C - 3' (SEQ ID NO:27). 

34. The method of claim 1 7 wherein the primers are specific for nucleic acid 
characteristic of the Kl beta4actamasAenzyme. 



35. The method of claim34 wherein the primers are selected from the group of: 
5' - GCG ACC TGG TTA ACT ACA ATG CC - 3' (SEQ ID NO:28); and 
5' - CGG TAG TAT TGC CC TTA AGC c\- 3' (SEQ ID NO:29). 
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36. Th\method of claim 34 wherein the primers are selected from the group of: 
5' - CGG AAA AGC ACG TCG ATG GG - 3' (SEQ ID NO:30); and 

5' - GCG ATA TCG TTG GTG GTG CC - 3' (SEQ ID NO:3 1). 

37. The method orclaim 17 wherein the primers are specific for nucleic acid 
characteristic of the FSb|, PSE4, and CARB3 beta-lactamase enzymes. 

38. The method of clgim^7 wherein the primers are selected from the group of: 
5' - CTC GAT GAT GCG TGO^TC GC - 3* (SEQ ID NO:32); and 
5' - GCG ACT GTG ATG TAT A^A CG - 3' (SEQ ID NO:33). 



39. The method of claiojJ7 wl 
characteristic of the OXA-9 beta 




primers are specific for nucleic acid 
se enzyme. 



40. The meths4 of claim 39 wherein the primers are selected from the group of: 
5' - CGT CGC TCA CCAStAT CTC CC - 3' (SEQ ID NO:34); and 
5' - CCT CTC GTG CTT TAG Afc^CG - 3' (SEQ ID NO:35). 

41 . The method of claim 1 7 wher§in^hg^tfimers are specific for nucleic acid 
characteristic of the OXA-12 beta-lact^Ffasd enzyme. 



42. The methodofc^aim^Jjwherein the primers are selected from the group of: 
5' - CGC TGG GAA ACC TAKJCG G - 3' (SEQ ID NO:36); and 
5* - CTG CCA TCC AGT TTC TTC GQp - 3* (SEQ ID NO:37). 
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43 . The method of claim 1 7 wherein th< 



characteristic of the OXA-5, 6, 7, 10, 11 




• 



ers are specific for nucleic acid 
14 beta-lactamase enzymes. 



44. The method ^aunjtt wherein the primers are selected from the group of: 
5' - GGT GGC ATT GAC/^TTC TGG - 3' (SEQ ID NO:38); and 
5' - CCC ACC ATG CGA CAC CAG^(SEQ ID N.P:39). 

45. The method of^laim lj wherein the primers are specific for nucleic acid 
characteristic of the OXA-1 beta-lactamase enzyme. 

46. The methodof claim 45 wherein the primers are selected from the group of: 
5' - TGT GCA ACG CAA^TQGCA C - 3' (SEQ ID NO:40); and 

5' - CGA CCC CAA GTT TCC TGT>AG TG - 3' (SEQ ID NO:41). 



47. The method of claimH whereirj%gnmers are specific for nucleic acid 
characteristic of the OXA-2, 3, and>5Wla^amase enzymes. 



48. TOkmethod of claim 47 wherein the primers are selected from the group of: 
5 1 - AGG CAC^ATAgTtGT GGC AGA C - 3' (SEQ ID NO:42); and 
5' - CAC TCA ACC CAT>CCT ACC CAC C - 3' (SEQ ID NO:43). 



49. A diagnostic kit for detecting>TEM family beta-lactamase which comprises 
packaging, containing, separately packaged 

(a) at least one primer pair capable of hybridizing^beta-lactamase nucleic acid of 
interest; 



64 



(b) a rx>sitive anUnegative control; and 



(c) a protocol for identtf 



ation 



of the beta-lactamase nucleic acid of interest. 



50. The\gnostic kit ofclaim 4> wherein the primers are selected from the 
group of: 

5' - TGC TTA ATC\QT GAG GCA CC - 3' (SEQIDNO:l); 
5- - AGA TCA GTT GG<3STGC\/\ CG AG - 3' (SEQ ID NO:2); 



Gl 



5' - CTT GGT CTG AC 
5' - TGT CGC CCT TAT^C 
5' - TCG GGG AAA TGT GCG\- 3' ( 



\CC-3'(SEQIDNO:3); 



-i3\SEQIDNO:4);and 



<QIDNO:5). 
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5 1 . The diagnostic kit of claim 49 wherein the primers are selected from the group 



5' - CGT CGC TCA CCA TAT CTC CC - 3' (SEQ ID NO:34); 
5' - CCT CTC GTG CTT TAG ACC CG - 3' (SEQ ID NO:35); 
5' - CGC TGG GAA ACC TAT TCG G - 3' (SEQ ID NO:36); 
5' - CTG CCA TCC AGT TTC TTC GGG - 3' (SEQ ID NO:37); 
5' - GGT GGC ATT GAC AAA TTC TGG - 3' (SEQ ID NO:38); 
5' - CCC ACC ATG CGA CAC CAG - 3' (SEQ ID NO:39); 
5' - TGT GCA ACG CAA ATG GCA C - 3' (SEQ ID NO:40); 
5' - CGA CCC CAA GTT TCC TGT AAG TG - 3' (SEQ ID NO:41); 
5' - AGG CAC GAT AGT TGT GGC AGA C - 3' (SEQ ID NO:42); 
5' - CAC TCA ACC CAT CCT ACC CAC C - 3* (SEQ ID NO:43); and 
complements thereof. 



consisting of: 
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